Different transcriptional expression of KIAA1324 and its splicing variants in human carcinoma cell lines with different metastatic capacity.
To identify new genes involved in metastasis, we compared the cDNA patterns of the high-metastatic MCF-7 and non-metastatic Hbl100 breast tumor cell lines by subtractive hybridization and verified the results by real-time RT-PCR in various carcinoma cell lines. One of the differentially expressed genes is KIAA1324, which is overexpressed in some high-metastatic breast and lung cancer cell lines. We have found two new splice variants of KIAA1324 mRNA in non-metastatic carcinoma cell lines and normal epithelial cells that predict the existence of truncated proteins. In summary, KIAA1324 could be involved in tumor progression and metastasis either by its expression level or through variable expression of alternative splice products.